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METAP1D $iJR (EHEH)

B4 FR: METAPID i) (FHEAEA)

YLV A4 FK: METAP1D Antigen (Recombinant Protein)

bl % methionyl aminopeptidase type 1D (mitochondrial); METAP1D; MAP 1D; Metap1ll;

MetAP 1D

MR HUR

fit F: BIE (200D

353

Fusion protein corresponding to a region derived from 136-335 amino acids of human METAP1D

BAHE

Full name:
Synonyms:
Swissprot:
Gene Accession:

Purity:

Expression system:

Tags:

Background:

methionyl aminopeptidase type 1D (mitochondrial)

METAP1D; MAP 1D; Metapll; MetAP 1D

Q6UB28

BC113644

>85%, as determined by Coomassie blue stained SDS-PAGE
Escherichia coli

His tag C-Terminus, GST tag N-Terminus

The N-terminal methionine excision pathway is an essential proce
ss in which the N-terminal methionine is removed from many pro
teins, thus facilitating subsequent protein modification. In mitocho
ndria, enzymes that catalyze this reaction are celled methionine a
minopeptidases (MetAps, or MAPs; EC 3.4.11.18) (Serero et al., 20
03 [PubMed 14532271]).
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