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TGIRT-IIT RTnase B A AT DNA/RNA 458 65 1) R e s BE 14, BEPROE A& cDNA, 1%
HIRIEE L HIEYE (Switch) o BRIZEERT AT tRNAL ncRNA. miRNA SEAXIR 7 (W [R5 10
EESFEANAESL (TGIRT template—switchingreaction, A TGIRT-Seq) -TGIRT-III RTnase
BAWSRA MRS, KL 5354 KM cDNA. BRIbAl, iZBFEAG 58 switch 35, f#
S LAFH RNA ) 57 3l 45 #9747 SMART %2/ (SAMRT-Seq) o 1B [ S IR Bl 37-60°
C, IfERMEEAN 50° Co
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% 1nmol
TGIRT-lll RTnase (10 pmol/pl) 100 pi
5xTGIRT Buffer 1ml
100mM DTT 0.5 ml
5xTGIRT Buffer: 100mM Tris-HCI, pH7.5, 2.25M NaCl,
25mM MgCl..
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5xTGIRT Buffer 4 ul
100mM DTT 2yl
RNA 1-50ng
1uM of Annealed DNA/RNA duplex 2 yil
TGIRT-lll RTnase (10 pmoliul) 1l
RNase Free H;0 Uplo 17.5 ul

I E 30min f5, AN 2.5 w1 [ 10mM dNTP j&, T 37-60° C (HEFIRE N 50° C) 41F
TP 5-60min CGE% 15min) .

Ri& RNEERE, ARMARZPIAN 1ol B 5N NaOH, 3FE T 95° ¢ T 3min, %
TEIZHE. SIS N BN HCL Fh A stk &1



